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Phylum: Ascomycota

Estimated genome size: 35 million DNA base pairs (0.035 Gigabases)
Organism size: Flamentous fungus

Distribution:
South Africa

Importance:
The species was recently describbed from a litchi collected in South Africa.

PromethlON Sequencing Report: Output: 2.31 Gigabases
Approximate N50: 2.44 Kilobases

Draft Genome Assembly Statistics:
GCenome length: 0.036 Gigabases (36.1 million bases)
BUSCO completeness score (single and duplicated genes). 98.8%

[Single: 97.6%, Duplicated: 1.2%]
DIPL: MICS
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